
 

More info: Please contact us for any question: contact@proteogenix.fr                                   
Page 1/1 

 
RRSAD2-radical S-adenosyl methionine domain containing 2 Gene 

Reference: PTXBC017969 
 

Product type:       DNA Storage Condition:           -20°C 
Size/Quantity:                  2 ug                       Delivery Condition:          +4°C, Blue Ice 
Synonyms 2510004L01Rik; cig33; cig5; vig1; radical S-adenosyl methionine domain-containing 

protein 2; cytomegalovirus-induced gene 5 protein; virus inhibitory protein, 
endoplasmic reticulum-associated, interferon-inducible; radical S-adenosyl methionine 
domain con 

For research use only. 
 
 
GENE DESCRIPTION       radical S-adenosyl methionine domain containing 2 

GENE ID                     91543     

ORIGIN SPECIES Human 

ACCESSIONS               BC017969 

VECTOR pDONR223 

NCBI SYMBOL              RSAD2 

LENGTH ProteoGenix bp 

SEQUENCE PRIMERS  
 

Forward primer M13R (5'→3'): GTAAAACGACGGCCAGT 

Reverse primer T7P (5'→3'): TAATACGACTCACTATAGG 

ORF (Only for reference, product provided without STOP codon )                                               
atgtgggtgcttacacctgctgcttttgctgggaagctcttgagtgtgttcaggcaacctctgagctctctgtggaggagcctggtcccgctgttctgctggctgagggcaaccttctggctgcgagctaccaagaggagaaagcagcagctggtcctgagagggccagatgagaccaaag
aggaggaagaggaccctcctctgcccaccaccccaaccagcgtcaactatcacttcactcgccagtgcaactacaaatgcggcttctgtttccacacagccaaaacatcctttgtgctgccccttgaggaagcaaagagaggattgcttttgcttaaggaagctggtatggagaagatcaact
tttcaggtggagagccatttcttcaagaccggggagaatacctgggcaagttggtgaggttctgcaaagtagagttgcggctgcccagcgtgagcatcgtgagcaatggaagcctgatccgggagaggtggttccagaattatggtgagtatttggacattctcgctatctcctgtgacagctt
tgacgaggaagtcaatgtccttattggccgtggccaaggaaagaagaaccatgtggaaaaccttcaaaagctgaggaggtggtgtagggattatagagtcgctttcaagataaattctgtcattaatcgtttcaacgtggaagaggacatgacggaacagatcaaagcactaaaccctgtcc
gctggaaagtgttccagtgcctcttaattgagggtgagaattgtggagaagatgctctaagagaagcagaaagatttgttattggtgatgaagaatttgaaagattcttggagcgccacaaagaagtgtcctgcttggtgcctgaatctaaccagaagatgaaagactcctaccttattctggatg
aatatatgcgctttctgaactgtagaaagggacggaaggacccttccaagtccatcctggatgttggtgtagaagaagctataaaattcagtggatttgatgaaaagatgtttctgaagcgaggaggaaaatacatatggagtaaggctgatctgaagctggattggtag 




